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                                              Genetic distances between cousins Rurikovich
 The purpose of the given work is studying genetic distances of people ranked to Rurikovich. Theoretically they are cousins each other. Were investigated Haplotype 12 person, 7 from which are official Princes Rurikovich, having titles since times of Russian empire. Except for them, in researched group by us are included Haplotype 5 people, also considering itself Rurikovich. However the official science and a genealogic society of the Russian Nobiliary Assembly is denies their relationship Rurik on the basis of own researches. We shall understand, on what optimism of unknown persons Rurikovich and pessimism of an official science is based. All 12 researched people we shall count cousins, relying on decency of titled persons.

 The list of known princes Rurikovich: Vadbolsky, Gagarin, Kropotkin, Myshetsky, Puzyna, Rzhevsky and Khilkov. It is interesting, that and Puzyna today the official science names princes Myshetsky false Rurikovich. The list of unknown persons Rurikovich: Zaytsev, Kartsev, Krawczyk, Kubarev both Podolsky. Zaytsev and Podolsky concern to ancient nobiliary surnames of Russian Empire. Kartsev is the probable descendant of princes of Belozersky’s, and Kubarev counts itself and Krawczyk descendants of the senior branch Smolensk and Yaroslavl Monomakhich, going from Prince Mstislav Great. All cousins Rurikovich are placed in one list alphabetically: 1. Vadbolsky; 2. Gagarin; 3. Zaytsev; 4. Kartsev; 5. Krawczyk; 6. Kropotkin; 7. Kubarev; 8. Myshetsky; 9. Podolsky; 10. Puzyna; 11. Rzhevsky; 12. Khilkov. 

 For research the information from a database of international project Rurikid of American Company Family Tree DNA [1] was used. Were analyzed 67-Markers Haplotype all listed people. Below we result Haplotype 12 person with values Alleles, written out in one line under the standard of company Family Tree DNA. 

Standard Family Tree DNA (loci 1-67):

DYS# 393 390 19 391 385a 385b 426 388 439 389-1 392 389-2 458 459a 459b 455 454 447 437 448 449 464a 464b 464c 464d 460 GATA H4 YCAIIa YCAIIb 456 607 576 570 CDYa CDYb 442 438 531 578 395S1a 395S1b 590 537 641 472 406S1 511 425 413a 413b 557 594 436 490 534 450 444 481 520 446 617 568 487 572 640 492 565 

1. Vadbolsky
14 23 14 11 11 13 11 12 10 14 14 30 18 9 9 11 12 25 14 19 27 14 14 15 15 11 11 18 20 14 15 16 19 34 35 14 10 11 8 15 18 8 8 10 8 11 10 12 20 22 14 10 12 12 17 7 13 21 21 16 12 11 10 11 11 12 11

2. Gagarin
14 23 14 11 11 13 11 12 10 14 14 30 18 9 9 11 12 25 14 19 29 14 15 15 15 12 11 18 20 14 15 16 19 34 34 14 10 11 8 15 18 8 8 10 8 11 10 12 22 22 14 10 12 12 18 7 12 21 21 15 12 11 10 11 11 12 11

3. Zaytsev
14 23 14 11 11 13 11 12 10 14 14 30 17 10 10 11 12 25 14 19 30 14 15 15 15 11 11 18 20 15 14 17 19 35 35 12 10 11 8 15 17 8 8 10 8 11 10 12 21 21 13 10 12 12 15 7 13 20 21 14 12 11 10 12 11 12 11

4. Kartsev
14 23 14 11 11 13 11 12 10 14 14 30 18 9 9 11 12 25 14 19 28 14 14 15 15 11 11 18 20 14 15 16 18 36 36 13 10 11 8 15 17 8 8 10 8 10 10 12 21 22 13 10 12 12 16 7 13 20 21 15 12 11 10 11 11 12 11

5. Krawczyk
14 23 14 11 11 13 11 12 10 14 14 31 16 10 10 11 12 25 14 19 31 14 14 15 15 11 11 18 20 14 15 15 18 34 34 12 11 11 8 15 17 8 8 10 8 11 10 12 21 22 14 10 12 12 16 7 13 20 21 15 12 11 10 11 11 12 11

6. Kropotkin
14 23 14 11 11 13 11 12 10 14 14 30 18 9 9 11 12 24 14 19 28 14 14 15 15 12 11 18 20 14 15 16 19 34 34 15 10 11 8 15 18 8 8 10 8 11 10 12 20 22 14 10 12 12 19 7 13 21 21 16 12 11 10 11 11 12 11

7. Kubarev
14 23 14 11 11 13 11 12 10 14 14 30 16 10 10 11 12 25 14 19 31 14 14 15 15 11 11 18 20 14 16 17 18 34 34 13 10 11 8 15 17 8 8 10 8 11 10 12 21 22 13 10 12 12 17 7 13 20 21 15 12 11 10 11 11 12 11

8. Myshetsky
14 23 14 11 11 13 11 12 11 14 15 30 18 9 9 11 12 25 14 19 32 14 14 15 15 11 11 18 20 14 15 18 18 35 35 14 11 11 8 15 17 8 8 10 8 11 10 12 21 22 13 10 12 12 17 7 13 20 21 15 12 11 10 11 11 12 11

9. Podolsky
14 23 14 11 11 13 11 12 10 14 14 30 17 10 10 11 12 25 14 19 29 14 14 15 15 11 11 18 20 14 15 18 19 36 36 13 10 11 8 15 17 8 8 10 8 11 10 12 21 22 14 10 12 12 18 7 13 20 21 16 12 11 10 11 11 12 11

10. Puzyna
14 23 14 10 11 13 11 12 11 13 14 29 18 9 9 11 12 25 14 19 28 14 14 14 14 11 11 18 20 14 15 16 19 34 34 15 9 11 8 15 18 8 8 10 8 11 10 12 20 22 14 10 12 12 18 7 13 21 21 16 12 11 10 11 11 12 11

11. Rzhevsky
14 23 14 11 11 13 11 12 10 14 14 31 18 9 9 10 12 25 14 19 29 14 14 15 15 12 11 18 20 14 15 16 19 34 34 14 10 11 8 15 17 8 8 10 8 11 10 12 20 22 14 10 12 12 18 7 13 21 21 16 12 11 10 11 11 12 11

12. Khilkov
14 23 14 11 11 13 11 12 10 14 14 30 18 9 9 11 12 25 14 19 29 14 14 15 15 11 11 18 20 14 15 16 19 34 34 15 10 11 8 15 18 8 8 10 8 11 10 12 20 22 14 10 12 12 18 7 13 21 21 16 12 11 10 11 11 12 11

 For the analysis as base Haplotype we shall take data Vadbolsky. At other cousins all differences in values Alleles we shall allocate with fat italics with underlining. We shall make the Table № 1, two-piece the first part of the table includes loci from 1 up to 37, the second part – 38-67. The first column of tables is numbers researched Haplotype. In all others colons we shall note quantity of single-step mutations from values Alleles Vadbolsky. 

The table № 1 (1 part). Single-step mutations on various markers.

	  №
	1
	2
	3
	4
	5
	6
	7
	8
	9
	1

0
	1

1
	1

2
	1

3
	1

4
	1

5
	1

6
	1

7
	1

8
	1

9
	2

0
	2

1
	2

2
	2

3
	2

4
	2

5
	2

6
	2

7
	2

8
	2

9
	3

0
	3

1
	3

2
	3

3
	3

4

	  1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	  2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0

	  3
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	1
	1
	0
	0
	0
	0
	0
	3
	0
	1
	0
	0
	0
	0
	0
	0
	1
	1
	1
	0
	1

	  4
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	2

	  5
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	2
	1
	1
	0
	0
	0
	0
	0
	4
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	1
	0

	  6
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0

	  7
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	1
	1
	0
	0
	0
	0
	0
	4
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	1
	1
	0

	  8
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	5
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	1
	1

	  9
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	1
	1
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	2

	 10
	0
	0
	0
	1
	0
	0
	0
	0
	1
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0

	 11
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0

	 12
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0


The table № 1 (2 part). Single-step mutations on various markers.

	  №
	35
	36
	37
	38
	39
	40
	41
	42
	43
	44
	45
	46
	47
	48
	49
	50
	51
	52
	53
	54
	55
	56
	57
	58
	59
	60
	61
	62
	63
	64
	65
	66
	67
	 Δ

	  1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	  0

	  2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	  9

	  3
	1
	2
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	1
	1
	1
	0
	0
	0
	2
	0
	0
	1
	0
	2
	0
	0
	0
	1
	0
	0
	0
	 24

	  4
	1
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	1
	0
	0
	1
	0
	1
	0
	0
	0
	1
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	 13

	  5
	0
	2
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	1
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	 19

	  6
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	  5

	  7
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	 17

	  8
	1
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	1
	0
	1
	0
	0
	0
	0
	0
	0
	0
	 17

	  9
	1
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	1
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	 15

	 10
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	  9

	 11
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	  5

	 12
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	  3


We see presence of single-step mutations of cousins Rurikovich in various 32 markers (from 67 markers). Thus, practically half of markers in a man's Y-chromosome of cousins are subject to mutations. We shall construct the diagram of a parity of the sum of single-step mutations of all cousins depending on value of markers. 21 and 36 markers are most subject to mutations, thus 21, 36.46 and 55 markers Vadbolsky get mutations from normal values of other cousins, and therefore we notice local maxima of mutations in these markers. 
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 Studying of the diagram and values of the Table № 1 speaks that any markers to some extent are subject to mutations. There are single-step mutations of both signs - both plus, and a minus. It turns out, that any law in mutations DNA at cousins it is not observed, she has casual character.

 Let's note, that we analyze genetic distances at the cousins, prevailing started from Vladimir Monomakh's living in XI-XII century’s children (900 years ago). He had 8 sons who were born at the end of XI century – in 1076-1100. Besides almost all researched by us titled Princes Rurikovich Russian Empire are descendants of Vsevolod the Big Jack – tenth son of Jury Dolgoruky, a branch of the Moscow Princes. At Vsevolod were eight children which most part has given rise Starodubsky Prince. Therefore Princes Vadbolsky, Gagarin, Kropotkin, Myshetsky, Rzhevsky and Khilkov, enough close relatives, which primogenitors have got children in the beginning of XIII century (800 years ago). The genealogy of Prince Puzyna while precisely is not known.

 It is necessary to understand, that from XI century by our time genealogic tree each of 8 sons of the Monomakh was given with extensive genealogic branches which repeatedly extended. Some of them have been chopped off either the natural reasons, or violent way – oprichnina of Ivan Terrible and executions of times of revolution of 1917. In each of branches tree there were the independent casual mutations which have been not connected to mutations of other cousins.    

 Let's compare in pairs genetic distances between twelve cousins in the Table № 3. In the separate Table № 4 we shall reduce genetic distances between known Princes, having titles in Russian empire (Vadbolsky, Gagarin, Kropotkin, Myshetsky, Puzyna, Rzhevsky and Khilkov). 

The table № 3. Genetic distances of cousins Rurikovich.

	Distance
	   1
	   2
	   3
	   4
	   5
	  6
	   7
	   8
	   9
	  10
	  11
	  12

	Vadbolsky
	   0
	  10
	  22
	  13
	  20
	 17
	  18
	  14
	  13
	  11
	   7
	   4

	Gagarin
	  10
	   0
	  23
	  17
	  20
	  9
	  16
	  16
	  17
	  15
	   7
	   7

	Zaytsev
	  22
	  23
	   0
	  17 
	  16 
	 27
	  14
	  20 
	  16
	  32
	  24
	  24

	Kartsev
	  13
	  17 
	  17
	   0
	  18
	 18
	  15
	  15 
	  12
	  22 
	  16
	  16 

	Krawczyk
	  20
	  20
	  16
	  18 
	   0
	 23
	   7
	  15
	  17
	  27
	  17
	  19

	Kropotkin
	   7
	   9
	  27
	  18
	  23
	  0
	  21
	  20
	  18
	  10
	   6
	   3

	Kubarev
	  18
	  16
	  14
	  15
	   7
	 21
	   0
	  12
	  13
	  25
	  16
	  17

	Myshetsky
	  14
	  17
	  20
	  15
	  15
	 20 
	  12
	   0
	  14
	  24
	  16
	  16

	Podolsky
	  13
	  17
	  16
	  12
	  17
	 18
	  13
	  14
	   0
	  22
	  14
	  14

	Puzyna
	  11
	  15
	  32
	  22
	  27
	 10
	  25
	  24
	  22
	   0
	  12
	   8

	Rzhevsky
	   7
	   7
	  24 
	  16
	  17
	  6
	  16
	  16
	  14
	  12
	   0
	   4

	Khilkov
	   4
	   7
	  24
	  16
	  19
	  3
	  17
	  16 
	  14
	   8
	   4
	   0


 We see that genetic distances of cousins Rurikovich change from the minimal values of 3-4 mutations (pair Khilkov-Rzhevsky, Khilkov-Kropotkin) and 7 mutations (pairs Gagarin-Rzhevsky, Kropotkin-Rzhevsky), up to the maximal values of 24 mutations (pair Krawczyk-Puzyna), 27 mutations (pair Zaytsev – Kropotkin) and 32 mutations (pair Zaytsev – Puzyna). The big mutations guard, but surprise small mutations in 3-4 steps that does not match reliability of DNA-Tests or the general genealogy of these sorts more strongly. 

The table № 4. Genetic distances of Princes of Russian Empire Rurikovich.

	 Distance
	  Vadbolsky
	 Gagarin
	 Kropotkin
	 Myshetsky
	 Puzyna
	Rzhevsky
	Khilkov

	Vadbolsky
	          0
	    10
	       7
	      14
	    11
	       7
	     4

	Gagarin
	         10
	     0
	       9
	      17 
	    15
	       7
	     7

	Kropotkin
	          7
	     9
	       0
	      20
	    10
	       6
	     3

	Myshetsky
	         14
	    17
	      20
	       0
	    24
	      16
	    16

	Puzyna
	         11
	    15
	      10
	      24
	     0
	      12
	     8

	Rzhevsky
	          7
	     7
	       6
	      16
	    12
	       0
	     4

	Khilkov
	          4
	     7
	       3
	      16 
	     8
	       4
	     0


 The table № 4 shows genetic distances between known Princes which in a minimum make 3 mutations (pair Kropotkin-Khilkov) and a maximum of 24 mutations (pair Puzyna-Myshetsky). Pairs Vadbolsky- Myshetsky and Gagarin – Puzyna also have a considerable genetic distance in 14-16 single-step mutations, and pairs Myshetsky-Gagarin 17 mutations and Myshetsky-Kropotkin 20 mutations.

 Our research carries a statistical property, therefore it is logical to calculate the average values of single-step mutations between cousins (average genetic distances). In the Table № 5 we shall place values of average genetic distances between all cousins at the end of the table we shall calculate average size of a genetic distance for all cousins which appear equal 16. In the Table № 6 we shall place average genetic distances between cousins Princes Russian Empire Rurikovich. The average size of single-step mutations appears equal 11.     

The table № 5.

	
	  Average   

  distance

	Vadbolsky
	       13

	Gagarin
	       14

	Zaytsev
	       21

	Kartsev
	       16

	Krawczyk
	       18

	Kropotkin
	       15

	Kubarev
	       16

	Myshetsky
	       17 

	Podolsky
	       15

	Puzyna
	       19

	Rzhevsky
	       12

	Khilkov
	       12

	   Average  
	       16


The table № 6

	
	  Average 
  distance 

	Vadbolsky
	        9

	Gagarin
	       11

	Kropotkin
	        9

	Myshetsky
	       18

	Puzyna
	       13

	Rzhevsky
	        9

	Khilkov
	        7

	   Average
	       11


 We see that the average genetic distance between cousins recognized as Russian empire Rurikovich and assumed Rurikovich differs insignificantly and lies in a range of 11-16 single-step mutations on 67-Markers Haplotype. Thus there are rather insignificant mutations on 3-8 steps, the average mutations on 11-16 steps and significant mutations on 24-32 steps. 

 The official genealogic science declares today, that if the genetic distance between Haplotype assumed Rurikovich and base Haplotype Rurik exceeds 8-10 mutations it speaks about absence of related communication with Rurik. As far as this statement is true? As far as it is correctly calculated modal Haplotype Rurik?

 In Tables № 3 and 4 it is visible, that genetic distances between titled Rurikovich can make 11-24 mutations, thus all of them are Rurikovich, and on "science" - cannot be those. Some scientists have agreed even that Princes Puzyna and Myshetsky "have thought up", that they Rurikovich. They put forward the same charges and to address of unknown persons Rurikovich whom in the world it is totaled according to the project [1] hardly more than hundred Haplotype. From its part, we believe, that « some scientists » have thought up, that they scientists.

 Let's understand with figures of mutations and techniques of calculations. We shall assume that we deal with several branches genealogic tree the cousins having the general ancestor 900 years ago. All branches developed independently and had own mutations Haplotype. We shall estimate quantity of mutations in 67-Markers Haplotype which could appear at each cousin for 36 generations by A.A.Klyosov's conventional techniques [2-3]. For this purpose we use the linear formula of definition of a life of the general ancestor:

T = n/N/K (1),

Where T - time up to the general ancestor, in generations,
n - quantity of mutations in all N Haplotype samples,
K - the average speed (frequency) of mutations expressed among mutations on a marker on generation.

 For 67-Markers Haplotype average speed of mutations K67 = 0.12. Until recently A.A. Klyosov used value K67 = 0.145, but has recognized his erroneous. Therefore in these calculations we shall use speed, corrected by A.A. Klyosov, is K67 = 0.12.

 For convenience of calculations we shall accept our time for 2010.

 Let's define quantity of mutations n for two N cousins Rurikovich at speed K67=0.12 and quantity of generations T=36 (900 years):

n = T x N x K67 = 36 x 2 x 0.12 = 8.64 

 Thus, the quantity of mutations for cousins Rurikovich should not exceed 9 for 900 years that is for each 100 years on one single-step mutation.

 In our case (the Table № 6) we see, that average quantity of mutations n = 11. We shall calculate T:

T = n/N/K67 = 11/2/0.12 = 46 or T = 1150 years ago, that does not match in any way 900 years.
  

 Besides if to compare pairs with Princes Puzyna and Myshetsky for average genetic distances from 13 up to 18 times of a life of the general ancestors appear:

T (Puzyna) = 1350 and T (Myshetsky) = 1875.

 What to tell about the maximal distance in 24 mutations in pair Myshetsky-Puzyna (the table № 4) when time of a life of their general ancestor appears:

T = 2500. It is in 3 times more than correct date in 900 years. 

 Thus the usual genealogy and historical chronicles speak that Princes Myshetsky and Puzyna are direct relatives, cousins Rurikovich. Therefore it is not necessary to be emotional, and to assert, that Princes « not present », as though the researchers engaged by grants did not try to convince us of it. 

 It is much more logical to tell - linear formulas of DNA-Genealogy [2-5] are not true. All modern methods of calculation of a life of the general ancestor are erroneous inherently in fact they do not take into account logarithmic character of accumulation of mutations at cousins. Besides modern techniques of calculations sweep is aside without scientific discussion the fact of presence of independent mutations at different branches of cousins. Mutations should develop at cousins, in fact they collected independently. Therefore the maximal figure 9 of mutations for an accessory to Rurikovich is erroneous. In pair cousins the average of mutations always will be about 18, and in numerous pairs cousins the quantity of mutations should depend on function of the normal logarithm. 

 In works as [6-7] us Kubarev’s formula for calculation of a life of the general ancestor which can be used freely for pair’s cousins has been offered. The formula takes into account logarithmic character of accumulation of mutations cousins:

T = n/N/K/ln (n/N) (2) or n/N/ln (n/N) = KT (3),

Where T – time up to the general ancestor in generations, n - quantity of mutations in all N Haplotype samples, K – the average speed (frequency) of mutations expressed among mutations on a marker on generation, ln – the natural logarithm.

 Formula of Kubarev can be applied, if n/N> e. She will work and with reduction of the attitude n/N to e, but in this case function gets the deformed kind therefore in this area it is necessary to do calculations under the known formula (1) linear models:

T = n/N/K/ln (e) (4).

 For studying 67-Markers Haplotype we had been recommended average speed of mutations K67 = 0.105 [7].

 Let's time lives of the general ancestor for titled princes of Russian empire under the Table № 6. We shall take average quantity of mutations 11 and the formula (2):

T = 11/2/0.105/ln (11/2) = 11/2/0.105/1.7 = 31 or T = 775 years ago (1235).

 Received time of a life of the sons speaks about an accessory almost all Princes Rurikovich to descendants of Vsevolod Big Jack (1154-1212), except for prince Puzyna who, probably, takes the beginning from X centuries.

 Let's define under formula of Kubarev time of a life of the general ancestor by the average quantity of mutations at all cousins Rurikovich of the Table № 5. 

T = 16/2/0.105/ln (16/2) = 16/2/0.105/2.08 = 37 or T = 925 years ago (1085).

 The received date precisely coincides in due course Vladimir Monomakh's lives, as was to be shown.

 Let's calculate the most "started" case of pair princes Myshetsky-Puzyna for a genetic distance of 24 mutations: 

T = 24/2/0.105/ln (24/2) = 24/2/0.105/2.48 = 46 or T = 1150 years ago (860).

 With a small stretch which takes into account personal features of mutations, it is possible to assert, that Princes Myshetsky and Puzyna have Sacred Vladimir's living in X a century general ancestor.   

 In our research participated Haplotype of Zaytsev which has the greatest genetic distances with all other cousins Rurikovich. We believe, that Zaytsev is lineal descendant Sacred Vladimir who had 10 official sons and unknown quantity of other sons from hundreds lovers. Probably, it is the descendant of one of illegally given birth children of Grand Prince Vladimir. This child was not specific Prince, and genes of his descendants have undergone to strong mutations. Closer by our time Zaytsev’s has proved during Russian empire and became noblemen.

 As modal Haplotype Rurik we recommend to use Haplotype, received by the author in the work [6], written down in standard Family Tree DNA:

14-23-14-11-11-13-11-12-10-14-14-30-16-9-9-11-12-25-14-19-28-14-14-15-15-11-11-18-20-14-15-16-18-34-34-13-10-11-8-15-17-8-8-10-8-11-10-12-21-22-13-10-12-12-16-7-13-20-21-15-12-11-10-11-11-12-11, Haplogroup N1c1 (N).         
Conclusions of research:

1. All investigated in the present work Haplotype are cousins Rurikovich. 

2. Modal Haplotype Rurik in works [4-5] it is calculated incorrectly. 

3. Haplotype of Zaytsev and Prince Puzyna speak about their early branch from main line Rurikovich in X a century. 

4. Haplotype unknown persons Rurikovich Krawczyk, Kubarev and Podolsky show their accessory to not enough investigated branch Monomakhich, going from Mstislav Great [6].

5. Haplotype unknown person Rurikovich Kartsev speaks about his accessory to a line of the Moscow princes, probably, Belozersky Princes of Rurikovich [6].

6. All Haplotype Princes Rurikovich titled by Russian Empire confirm an accessory of the last to descendants of Vsevolod Big Jack, except for prince Puzyna.    

7. Linear methods of calculation of a life of the general ancestor of DNA-Genealogy [2-5] bear a system mistake and are inadmissible in correct researches.

8. For calculations of a life of the general ancestor of cousins or whole peoples is recommended to use logarithmic Kubarev’s formula [7].
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